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Stream Hydrological Fragmentation Drives Bacterioplankton Community Composition.
The study was conducted in Mediterranean intermitted stream Fuirosos, in Spain. Hydrological fragmentations occurred in summer, and sequential water flow re-convergence in autumn permitted the researchers to explore how natural progressions design the bacterial population within the same habitat. The research was conducted for enlightening us how bacterial community structure reacted to hydrological disintegration during summer. Also the research aimed at estimating whether the periodic alterations in communal structure responded to hydrological fragmentation due to the influence of occasional environmental disintegration (Fazi et al., 2013). The ecologists wanted to promote our knowledge on how the local environs outline bacterial populations by analyzing spatial resolution at microorganisms’ settlements in native societies.
A field study was designed following a method that delivers a framework for conversing how microbial population composition relates to aquatic biogeochemistry in the stream habitat disintegration incidences. According to Fazi et al., (2013), the study was done in summer when most of the wells were dry, except in five locations, then followed by another sampling in autumn done at the same sites. The research methods included Fluorescence in situ Hybridization Catalyzed Reported Deposition (CARD-FISH), Denaturing Gradient Gel Electrophoresis (DGGE), and 16S rRNA gene sequencing (Fazi et al., 2013). The logic behind the application of these methods was to analyze the river shifts the free-flowing and disjointed non-flowing circumstances during summer.
[bookmark: _GoBack]Ecologists discovered that hydrological fragmentation within the streams changes the bio-geochemical situations with the reduction of oxide solutes hence transforms the dissolved carbon. The hybridization indicated that bacteria (beta-proteobacteria and Actinobacteria) amplified their abundance in systemic decline of the alpha-diversity through an increase in pond isolation period (Fazi et al., 2013). Ecologist also identified a shift in community composition amid summer and autumn due to proper application of fingerprinting analysis. Seasonality led to impermanent stream disintegration hence reducing the microbial dispersal and affected the native habitats; therefore, defining the composition of bacterio-plankton community (Fazi et al., 2013).
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